Guide RNAs (gRNAs) are small, metabolically stable RNA molecules which perform a pivotal, template-like function during the RNA editing process in kinetoplastid protozoa. The gRNA database currently contains 250 guide RNA sequences as well as secondary and tertiary structure models and other relevant information. The database is made available as a hypertext document accessible via the World Wide Web (WWW) at the URL: http://www.biochem.mpg.de/ ∼goeringe/
DATABASE DESCRIPTION
The guide RNA database is organised in a tabular format. An introductory note describes the rationale for the order in which the RNA molecules are catalogued (Fig. 1) . The current release (2.0) lists a total of 250 entries. In addition to the sequences and names of the RNAs, relevant information about both the organisms and the mitochondrial gene localisation is provided. There is, as well, information concerning the experimental verification of the RNA molecules, since some gRNA sequences have been identified only on the basis of their base complementarity to sequence domains of fully edited mRNAs. All listed sequences do not include the non-encoded 3′ oligo(U) extensions.
To date, guide RNA sequences from nine different kinetoplastid species are catalogued. However, 75% of the entries stem from only two organisms, Trypanosoma brucei and Leishmania tarentolae. New to this release are sequence entries for Trypanoplasma borreli which belongs to the bodonid/cryptobiid group of kinetoplastid protozoa. These gRNAs have been shown to possess not only the 3′ oligo(U) extensions but also non-encoded 5′ oligo(U) tails (1) . Also included in the database is documentation of experimentally derived gRNA secondary structure models (2), a three-dimensional working model (3) and a representation of the RNA binding domain for the gRNA-binding protein gBP21 (3, 4) .
Guide RNAs are trans-acting molecular components (for an exception see ref. 5). They specify the editing reaction by annealing to their cognate pre-mRNA molecules (reviewed in ref.
6). Guide RNA/mRNA alignments for almost all gRNAs in the database can be found in the literature. The corresponding references are included in an associated hypertext document. The new release of the database provides links to both the RNA editing web site and the RNA editing sequence database of L. Simpson (Los Angeles). Alignments for some gRNA/mRNA pairs can be found there, in addition to other important information.
DATABASE AVAILABILITY AND CITATION
The gRNA database is available on the internet at the URL: http://www.biochem.mpg.de/∼goeringe/ . New sequence entries will be accepted in any format. Updates of the database are performed on a regular basis and a printed version can be obtained upon request from the corresponding author. Users of the database are kindly requested to cite this publication. Corrections, suggestions and other materials for inclusion in the database are welcome.
